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<210> 1 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Oligo 188 

<400> 1 

ttacccctgt ggcaaaagcc gaagtgcagc tggtggagtc tgg 4 3 



<210> 2 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 944 
<400> 2 

ttacccctgt ggcaaaagcc caggtgcagc tggtgcagtc tgg 43 



<210> 3 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 948 

<400> 3 

ttacccctgt ggcaaaagcc caggtgcagc tggtggagtc tgg 43 
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<210> 4 
<211> 20 




2 




.<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 952 
<400> 4 

gatgggccct tggtggaggc 2 0 



<210> 5 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 189 



<210> 6 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 931 
<400> 6 

tcgctgccca accagccatg gccgtcatct ggatgaccca gtctcc 46 



<210> 7 

<211> 46 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 932 



<210> 8 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 933 
<400> 8 

tcgctgccca accagccatg gccgccatcc ggatgaccca gtctcc 46 



<400> 5 

ctgcccaacc agccatggcc gaaattgtgc tcacccagtc tec 



43 



<400> 7 

tcgctgccca accagccatg gccaacatcc agatgaccca gtctcc 



46 



<210> 9 
<211> 46 
<212> DNA 



*<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Oligo 934 
<400> 9 

tcgctgccca accagccatg gccgccatcc agttgaccca gtctcc 



<210> 10 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 935 
<400> 10 

tcgctgccca accagccatg gccgaaatag tgatgacgca gtctcc 



< 2 1 0 > 11 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 936 
<400> 11 

tcgctgccca accagccatg gccgatgttg tgatgacaca gtctcc 



<210> 12 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 937 
<400> 12 

tcgctgccca accagccatg gccgaaattg tgttgacgca gtctcc 



<210> 13 
<211> 46 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 955 
<400> 13 

tcgctgccca accagccatg gccgacatcc agatgatcca gtctcc 



<210> 14 
<211> 46 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Oligo 956 
<400> 14 

tcgctgccca accagccatg gccgatattg tgatgaccca gactcc 



<210> 15 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 973 

<400> 15 

cagcaggcac acaacagagg c 



<210> 16 
<2ll> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 945 
<400> 16 

ttacccctgt ggcaaaagcc gaggtgcagc tgttggagtc tgg 



<210> 17 

<211> 43 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 946 

<400> 17 

ttacccctgt ggcaaaagcc gaggtgcagc tggtgcagtc tgg 



<210> 18 
<211> 43 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 947 
<400> 18 

ttacccctgt ggcaaaagcc caggtgcagc tacagcagtg ggg 



<210> 19 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
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.<220> 

<223> Description of Artificial Sequence: Oligo 953 
<400> 19 

gacagatggt gcagccacag t 



<210> 20 
<211> 75 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 864 
<400> 20 

atctggcaca tcatatggat aagtttcgtg tacaaaatgc cagacctaga ggaattttat 60 
ttccagcttg gtccc 75 



<210> 21 
< 2 1 1 > 69 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Oligo 862 
<400> 21 

gtgatggtga tggtgatgga tcggagtacc aggttatcga gccctcgata ttgaggagac 60 
ggtgactga 69 



<210> 22 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 5 
<400> 22 

gcaactgttg ggaaggg 



<210> 23 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 197 



<400> 23 

tcgctgccca accagccatg 



20 



<210> 24 
<211> 46 
<212> DNA 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 869 



<400> 24 

gggaccaagc tggaaataaa acgggctgtg gctgcaccat ctgtct 



<210> 25 

<211> 45 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 870 
<400> 25 

atctggcaca tcatatggat aagactctcc cctgttgaag ctctt 



<210> 26 

<211> 3 8 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence : Primer 867 
<400> 26 

tcagtcaccg tctcctcagc ctccaccaag ggcccatc 



<210> 27 
<21'1> 43 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 876 
<400> 27 

gtgatggtga tggtgatgag atttgggctc tgctttcttg tec 



<210> 28 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 885 

<400> 28 

taagagcggt aagagtgcca g 



<210> 29 

<211> 69 

<212> DNA 

<213> Artificial Sequence 
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.<220> 

<223> Description of Artificial Sequence: Primer 970 
<400> 29 

gtgataaact accgtaaagc ttatcgatga taagctgtca attagtgatg gtgatggtga 60 
tgagatttg 69 



<210> 30 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Example 17 Decapeptide 
<400> 30 

Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
15 10 



<2 10 > 31 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Example 19 
Primer A 

<400> 31 

tcgctgccca accagccatg gccagtgcta aagaacttag atctcag 47 



<210> 32 
<211> 86 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Example 19 
Primer B 

<400> 32 

gtgataaact accgcattaa agcttatcga tgataagctg tcaattagtg atggtgatgg 60 
tgatgtgaat tctcagccct cttcaa 86 



<210> 33 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Example 19 
Primer C 



<400> 33 

gcaactctct actgtttctc c 



21 



8 



<210> 34 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Example 19 
Primer D 

<400> 34 

gaggatgacg atgagcgc 



<210> 35 
<211> 672 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> M1-1L 
<4 00> 35 

gaaattgtgt tgacgcagtc tccagccacc ctgtctttgt ctccagggga aagagccacc 60 
ctctcctgca gggccagtca gggtgttagc agctacttag cctggtacca acagaaacct 120 
ggccaggctc ccaggctcct catctatgat gcatccaaca gggccactgg catcccagcc 180 
aggttcagtg gcagtgggtc tgggacagac ttcactctca ccatcagcag cctagagcct 24 0 
gaagattttg cagtttatta ctgtcagcag cgtagcaact ggcctcggac gttcggccaa 3 00 
gggaccaagg tggaaatcaa acgaactgtg gctgcaccat ctgtcttcat cttcccgcca 360 
tctgatgagc agttgaaatc tggaactgcc tctgttgtgt gcctgctgaa taacttctat 42 0 
cccagagagg ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480 
gagagtgtca cagagcagga cagcaaggac agcacctaca gcctcagcag caccctgacg 54 0 
ctgagcaaag cagactacga gaaacacaaa gtctacgcct gcgaagtcac ccatcagggc 600 
ctgagctcgc ccgtcacaaa gagcttcaac aggggagagt cttatccata tgatgtgcca 660 
gattatgcga gc 672 



<210> 36 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Gly Val Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Ser Asn Trp Pro Arg 
85 90 95 



Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
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100 

Pro Ser Val Phe 
115 

Thr Ala Ser Val 
130 

Lys Val Gin Trp 
145 

Glu Ser Val Thr 



Ser Thr Leu Thr 
180 

Ala Cys Glu Val 
195 

Phe Asn Arg Gly 

210 



lie Phe Pro Pro 
120 

Val Cys Leu Leu 
135 

Lys Val Asp Asn 
150 

Glu Gin Asp Ser 
165 

Leu Ser Lys Ala 



Thr His Gin Gly 
200 

Glu Ser Tyr Pro 
215 



105 

Ser Asp Glu Gin 



Asn Asn Phe Tyr 
140 

Ala Leu Gin Ser 
155 

Lys Asp Ser Thr 
170 

Asp Tyr Glu Lys 
185 

Leu Ser Ser Pro 



Tyr Asp Val Pro 
2 2 0 



110 

Leu Lys Ser Gly 
125 

Pro Arg Glu Ala 



Gly Asn Ser Gin 
160 

Tyr Ser Leu Ser 
175 

His Lys Val Tyr 
190 

Val Thr Lys Ser 
205 

Asp Tyr Ala Ser 



<210> 37 

<211> 678 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-3L 

<220> 

<221> CDS 

<222> (1) . . (678) 



<400> 37 

gaa ata gtg atg acg cag tct cca gcc acc ctg tct ttg tct cca ggg 
Glu lie Val Met Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc agg gcc agt cag agt gtt age age age 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 



48 



96 



tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 24 0 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea cct 288 
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■Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

cca ttc act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg 
Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr vll 
100 105 no 

get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa 
Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 i 2 5 

t Ct ST 9 ? C tCt 9tt gt9 tgC ctg ct 9 aat aac ttc tat ccc aga 432 

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 14Q 



gag gee aaa gta cag tgg aag gtg gat aac gec etc caa teg ggt aac 
Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 



etc age age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 165 i 9 o 

gtc tac gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

aag age ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat 
Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 



336 



384 



480 



tit ri 9 o 9t 9t f 9ag Cag 9aC agC aa 9 9 ac a 9 c acc ta c age 52 8 

Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 

165 170 T7C 



576 



624 



672 



gcg age 

Ala Ser 678 
225 



<210> 38 
<211> 226 
<212> PRT 

<213> Homo sapiens 
<223> M1-3L 

<400> 38 

Glu He Val Met Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Glv 
1 5 10 is 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe Ser 
50 55 so 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 
65 70 75 80 



Pro Glu Asp Phe Ala 
85 

Pro Phe Thr Phe Gly 
100 

Ala Ala Pro Ser Val 
115 

Ser Gly Thr Ala Ser 
130 

Glu Ala Lys Val Gin 
145 

Ser Gin Glu Ser Val 
165 

Leu Ser Ser Thr Leu 
180 

Val Tyr Ala Cys Glu 
195 

Lys Ser Phe Asn Arg 
210 

Ala Ser 
225 
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Val Tyr Tyr Cys Gin Gin 
90 

Pro Gly Thr Lys Val Asp 
105 

Phe lie Phe Pro Pro Ser 
120 

Val Val Cys Leu Leu Asn 
135 

Trp Lys Val Asp Asn Ala 
150 155 

Thr Glu Gin Asp Ser Lys 
170 

Thr Leu Ser Lys Ala Asp 
185 

Val Thr His Gin Gly Leu 
200 

Gly Glu Ser Tyr Pro Tyr 
215 




Tyr Gly Ser Ser Pro 
95 

lie Lys Arg Thr Val 
110 

Asp Glu Gin Leu Lys 
125 

Asn Phe Tyr Pro Arg 
140 

Leu Gin Ser Gly Asn 
160 

Asp Ser Thr Tyr Ser 
175 

Tyr Glu Lys His Lys 
190 

Ser Ser Pro Val Thr 
205 

Asp Val Pro Asp Tyr 
220 



<210> 39 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-4L 

<220> 

<221> CDS 

<222> (1) . . (672) 

<400> 39 

gaa att gtg ttg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 48 
Glu lie Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc agg gec agt cag agt gtt age age age 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc cac 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu His 
35 40 45 



ate tat ggt gca tec aga agg ycc act ggc ate cca gac agg ttc agt 
He Tyr Gly Ala Ser Arg Arg Ala Thr Gly He Pro Asp Arg Phe Ser 
50 55 60 



192 
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ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 24 0 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag ttt ggt age tea ttc 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Phe Gly Ser Ser Phe 
85 90 95 

act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg get gca 336 
Thr Phe Gly Pro Gly Thr Lys Val Asp He Lys Arg Thr Val Ala Ala 
100 105 no 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 3 84 
Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
H5 120 125 

act gec tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gee 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 



aaa gta cag tgg aag gtg gat aac gee etc caa teg ggt aac tec ca^ 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 



160 



gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



4 8( 



gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 



624 



672 



<210> 40 

<211> 224 

<212> PRT 

<213> Homo sapiens 

<223> M1-4L 

<400> 40 

Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
1 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu His 
35 40 45 

-i- v — — ^vj.vj r^Ad iur oiy lie fiu Asp Arg Pne aer 

50 55 60 
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"Gly Ser Gly Ser Gly 
65 

Pro Glu Asp Phe Ala 
85 

Thr Phe Gly Pro Gly 
100 

Pro Ser Val Phe lie 
115 

Thr Ala Ser Val Val 
130 

Lys Val Gin Trp Lys 
145 

Glu Ser Val Thr Glu 
165 

Ser Thr Leu Thr Leu 
180 

Ala Cys Glu Val Thr 
195 

Phe Asn Arg Gly Glu 
210 



Thr Asp Phe Thr Leu Thr 
70 75 

Val Tyr Tyr Cys Gin Gin 
90 

Thr Lys Val Asp lie Lys 
105 

Phe Pro Pro Ser Asp Glu 
120 

Cys Leu Leu Asn Asn Phe 
135 

Val Asp Asn Ala Leu Gin 
150 155 

Gin Asp Ser Lys Asp Ser 
170 

Ser Lys Ala Asp Tyr Glu 
185 

His Gin Gly Leu Ser Ser 
200 

Ser Tyr Pro Tyr Asp Val 
215 



lie Ser Arg Leu Glu 
80 

Phe Gly Ser Ser Phe 
95 

Arg Thr Val Ala Ala 
110 

Gin Leu Lys Ser Gly 
125 

Tyr Pro Arg Glu Ala 
140 

Ser Gly Asn Ser Gin 
160 

Thr Tyr Ser Leu Ser 
175 

Lys His Lys Val T^r 
190 

Pro Val Thr Lys Ser 
205 

Pro Asp Tyr Ala Ser 
220 



<210> 41 
<211> 678 
<212> DNA 

< 2 1 3 > Homo s api ens 

<220> 

<221> CDS 

<222> (1) . . (678) 

<220> 

<223> M1-5L. 
<400> 41 

gaa ata gtg atg acg cag tct cca ggc 
Glu lie Val Met Thr Gin Ser Pro Gly 
1 5 

gaa aga gcc acc etc tec tgc agg gee 
Glu Arg Ala Thr Leu Ser Cys Arg Ala 
20 25 

tac tta gcc tgg tac cag cag aaa cct 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro 
35 40 

ate tat ggt gca tec age agg gcc act 
He Tyr Gly Ala Ser Ser Arg Ala Thr 
50 55 



acc ctg tct ttg tct cca ggg 48 
Thr Leu Ser Leu Ser Pro Gly 
10 15 

agt cag agt gtt age age age 96 
Ser Gin Ser Val Ser Ser Ser 
30 

ggc cag get ccc agg etc etc 144 
Gly Gin Ala Pro Arg Leu Leu 
45 

ggc ate cca gac agg ttc agt 192 
Gly He Pro Asp Arg Phe Ser 
60 
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'ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 24 0 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea cct 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

ata ttc act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg 336 
lie Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val 
100 105 110 

get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa 384 
Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

tct gga act gec tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga 432 
Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

gag gec aaa gta cag tgg aag gtg gat aac gec etc caa teg ggt aac 480 
Gl u Al a Ly s Va. 1 Gin Trp Ly s Va 1 Asp As u Al a Lea Gin S er Gly Asn 
145 150 155 160 

tec cag gag agt gtc aca gag cag gac age aag gac age acc tac age 52 8 
Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

etc age age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa 576 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

gtc tac gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca 624 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

aag age ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat 672 
Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

gcg age 67 8 

Ala Ser 

225 



<210> 42 

<211> 226 

<212> PRT 

<213> Homo sapiens 

<223> M1-5L 

<400> 42 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 



Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 



15 



' lie Tyr Gly Ala 
50 

Gly Ser Gly Ser 
65 

Pro Glu Asp Phe 



lie Phe Thr Phe 
100 

Ala Ala Pro Ser 
115 

Ser Gly Thr Ala 
130 

Glu Ala Lys Val 
145 

Ser Gin Glu Ser 



Leu Ser Ser Thr 
180 

Val Tyr Ala Cys 
195 

Lys Ser Phe Asn 
210 

Ala Ser 
225 



Ser Ser Arg Ala 
55 

Gly Thr Asp Phe 
70 

Ala Val Tyr Tyr 
85 

Gly Pro Gly Thr 



Val Phe lie Phe 
120 

Ser Val Val Cys 
135 

Gin Trp Lys Val 
150 

V d J. Ilii. -L U. VJJ.1JL 

165 

Leu Thr Leu Ser 



Glu Val Thr His 
200 

Arg Gly Glu Ser 
215 



Thr Gly lie Pro 
60 

Thr Leu Thr lie 
75 

Cys Gin Gin Tyr 
90 

Lys Val Asp lie 
105 

Pro Pro Ser Asp 



Leu Leu Asn Asn 
140 

Asp Asn Ala Leu 
155 

Asp oci Lys Asp 
170 

Lys Ala Asp Tyr 
185 

Gin Gly Leu Ser 



Tyr Pro Tyr Asp 
220 



Asp Arg Phe Ser 



Ser Arg Leu Glu 
80 

Gly Ser Ser Pro 
95 

Lys Arg Thr Val 
110 

Glu Gin Leu Lys 
125 

Phe Tyr Pro Arg 



Gin Ser Gly Asn 
160 

Ser Thr Tyr Ser 
175 

Glu Lys His Lys 
190 

Ser Pro Val Thr 
205 

Val Pro Asp Tyr 



<210> 43 

<211> 672 

<212> DNA 

<213> Homo sapiens 
<220> 

<223> M1-8L 

<220> 

<221> CDS 

<222> (1) . . (672) 

<400> '43 

gaa ata gtg atg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 48 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gec acc etc tec tgc agg gec agt cag agt gtt age age acc 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Thr 
20 25 30 

tac tta gec tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
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35 40 45 

ate tat ggt gca tec age agg gee act ggc ate cca gac agg ttc agt 192 
lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

ggc agt ggg tct ggg aca gac ttc act etc ace ate age aga ctg gag 240 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat gtt age tea ttc 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Ser Ser Phe 
85 90 95 

act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg get gca 336 
Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act gee tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gec 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

aaa gta cag tgg aag gtg gat aac gec etc caa teg ggt aac tec cag 480 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

gec tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 44 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<223> M1-8L 

<400> 44 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Thr 
20 25 30 



Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
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35 40 45 

lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Ser Ser Phe 
85 90 95 

Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 

145 1-5-0 155 1-6-0 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 


45 


<211> 


672 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<223> 


M1-10L 


<220> 




<221> 


CDS 


<222> 


(1) . . (672) 


<400> 


45 


gat gtt gtg atg aca 


Asp Val Val Met Thr 


1 


5 



10 15 



48 



gaa aga gcc acc etc tec tgc agg gee agt cag agt gtt age age tac 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 



tta gcc tgg tac caa cag aaa cct ggc cag get ccc agg etc etc ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 
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tat gat gca tec aac agg gec act ggc ate cca gec agg ttc agt ggc 192 
Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

agt ggg tct ggg aca gac ttc act etc ace ate age age eta gag cct 240 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

gaa gat ttt gca gtt tat tac tgt cag cag cgt age aac tgg cct ccc 288 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Ser Asn Trp Pro Pro 
85 90 95 

act ttc ggc gga ggg ace aag gtg gag ate aaa cga act gtg get gca 336 
Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 , 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act" nrr 1-r-t - nt- 1- rrt-rr i~ nr* rt-a r»+-/~r a a f- a a y. f- +- < — > 4- ~ ~ ~ a -i -> 

~ - — » — ' Zi — Zi ——3 v-<-v- >~ v_ v_ a ^ a.v_j ^i^v. *± _? ^ 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

aaa gta cag tgg aag gtg gat aac gec etc caa teg ggt aac tec cag 4 80 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

gag agt gtc aca gag cag gac age aag gac age ace tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 46 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<223> M1-10L 

<400> 46 

Asp Val Val Met Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
1 5 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 



Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 
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Tyr^ Asp Ala Ser Asn 
50 

Ser Gly Ser Gly Thr 
65 

Glu Asp Phe Ala Val 
85 

Thr Phe Gly Gly Gly 
100 

Pro Ser Val Phe lie 
115 

Thr Ala Ser Val Val 
130 

Lys Val Gin Trp Lys 
145 

Glu Ser Val Thr Glu 
165 

Ser Thr Leu Thr Leu 
180 

Ala Cys Glu Val Thr 
195 

Phe Asn Arg Gly Glu 
210 



Arg Ala Thr Gly lie Pro 
55 

Asp Phe Thr Leu Thr lie 

70 75 

Tyr Tyr Cys Gin Gin Arg 
90 

Thr Lys Val Glu lie Lys 
105 

Phe Pro Pro Ser Asp Glu 
120 

Cys Leu Leu Asn Asn Phe 
135 

Val Asp Asn Ala Leu Gin 
150 155 

Gin Asp Ser Lys Asp Ser 
170 

Ser Lys Ala Asp Tyr Glu 
185 

His Gin Gly Leu Ser Ser 
200 

Ser Tyr Pro Tyr Asp Val 
215 



Ala Arg Phe Ser Gly 
60 

Ser Ser Leu Glu Pro 
80 

Ser Asn Trp Pro Pro 
95 

Arg Thr Val Ala Ala 
110 

Gin Leu Lys Ser Gly 
125 

Tyr Pro Arg Glu Ala 
140 

Ser Gly Asn Ser Gin 
160 

Thr Tyr Ser Leu Ser 
175 

Lys His Lys Val Tyr 
190 

Pro Val Thr Lys Ser 
205 

Pro Asp Tyr Ala Ser 
220 



<210> 47 
<211> 672 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> M1-21L 

<220> 

<221> CDS 

<222> (1) . . (672) 

<400> 47 

gcc ate egg atg ace cag tct cca 
Ala lie Arg Met Thr Gin Ser Pro 
1 5 

gac aga gtc ace ate act tgc egg 
Asp Arg Val Thr lie Thr Cys Arg 
20 



tec ttc ctg tct gca tct gta gga 48 
Ser Phe Leu Ser Ala Ser Val Gly 
10 15 

gca agt cag age att age age tat 96 
Ala Ser Gin Ser lie Ser Ser Tyr 
25 30 



tta aat tgg tat cag cag aaa cca ggg aaa gcc cct aag etc ctg ate 
Leu Asn Trp Tyr Gin Gin Lys Pro Gly Lys Ala Pro Lys Leu Leu lie 
35 40 45 



144 



* tat get gca tec agt ttg caa agt ggg gtc cca tea agg ttc agt gtc 192 
Tyr- Ala Ala Ser Ser Leu Gin Ser Gly Val Pro Ser Arg Phe Ser Val 
50 55 60 

a 9t gga tct ggg aca gat etc act etc ace ate age agt ctg caa cct 240 
Ser Gly Ser Gly Thr Asp Leu Thr Leu Thr lie Ser Ser Leu Gin Pro 
65 70 75 80 

gaa gat ttt gca act tat tac tgt cag tgt ggt tac agt aca cca ttc 288 
Glu Asp Phe Ala Thr Tyr Tyr Cys Gin Cys Gly Tyr Ser Thr Pro Phe 
85 90 95 

act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg get gca 336 
Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act gec tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gee 432 

TVir- Qpr ~\ 1 C**iro Ton T .<=*•« 1 7\ nn A. nV,A «Ti, „^ 7\«» /-IT.. 7\ T _ 

— — «- - - ~ -- » «-*-*■ <~> j-jv^w noil nou irnc X y ±. r J. U rtJ. y UiU rt._L CL 

130 135 140 

aaa gta cag tgg aag gtg gat aac gee etc caa teg ggt aac tec cag 480 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

age acc ctg acg ctg agc o aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 48 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<223> M1-21L 



<400> 48 

Ala lie Arg Met Thr Gin Ser Pro 
1 5 

Asp Arg Val Thr lie Thr Cys Arg 
20 

Leu Asn Trp Tyr Gin Gin Lys Pro 
35 40 



Ser Phe Leu Ser Ala Ser Val Gly 
10 15 

Ala Ser Gin Ser lie Ser Ser Tyr 
25 30 

Gly Lys Ala Pro Lys Leu Leu lie 
45 
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*Tyr Ala Ala Ser 
50 

Ser Gly Ser Gly 
65 

Glu Asp Phe Ala 



Thr Phe Gly Pro 
100 

Pro Ser Val Phe 
115 

Thr Ala Ser Val 
130 

Lys Val Gin Trp 
145 

Glu Ser Val Thr 



Ser Thr Leu Thr 
180 

Ala Cys Glu Val 
195 

Phe Asn Arg Gly 
210 



Ser Leu Gin Ser 
55 

Thr Asp Leu Thr 
70 

Thr Tyr Tyr Cys 
85 

Gly Thr Lys Val 



lie Phe Pro Pro 
120 

Val Cys Leu Leu 
135 

Lys Val Asp Asn 
150 

Glu Gin Asp Ser 
165 

Leu Ser Lys Ala 



Thr His Gin Gly 
200 

Glu Ser Tyr Pro 
215 



Gly Val Pro Ser 
60 

Leu Thr lie Ser 
75 

Gin Cys Gly Tyr 
90 

Asp lie Lys Arg 
105 

Ser Asp Glu Gin 



Asn Asn Phe Tyr 
140 

Ala Leu Gin Ser 
155 

T.wa A o C >- TVi v 
170 

Asp Tyr Glu Lys 
185 

Leu Ser Ser Pro 



Tyr Asp Val Pro 
220 



Arg Phe Ser Val 



Ser Leu Gin Pro 
80 

Ser Thr Pro Phe 
95 

Thr Val Ala Ala 
110 

Leu Lys Ser Gly 
125 

Pro Arg Glu Ala 



Gly Asn Ser Gin 
160 



175 

His Lys Val Tyr 
190 

Val Thr Lys Ser 
205 

Asp Tyr Ala Ser 



<210> 


49 


<211> 


678 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<223> 


M1-23L 


<220> 




<221> 


CDS 


<222> 


(1) . . (678) 


<400> 


49 


gaa att gtg ttg acg 


Glu lie Val Leu Thr 


1 


5 



10 15 



48 



gaa aga gcc acc etc tec tgc agg gec agt cag agt gtt age age age 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
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* lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 24 0 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea cct 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

ccg tac act ttt ggc cag ggg acc aag ctg gag ate aaa cga act gtg 336 
Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa 384 
Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

tct gga act gec tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga 432 
Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
13 0 135 14 0 

gag gec aaa gta cag tgg agg gtg gat aac gec etc caa teg ggt aac 480 
Glu Ala Lys Val Gin Trp Arg Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

tec cag gag agt gtc aca gag cag gac age aag gac age acc tac age 52 8 
Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

etc age age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa 576 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

gtc tac gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca 624 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

aag age ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat 672 
Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

gcg age 67 8 

Ala Ser 

225 



<210> 50 
<211> 226 
<212> PRT 

<213> Homo sapiens 
<223> M1-23L 

<400> 50 

Glu lie Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 



Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 
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* Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

n 7\ ~l -i Tirr-> T r — > H (-11 w rn-k-w 7\ VM TT-. 1 7\ n « 7\ «~ 7\ 1 T , nl - n nl.. TV 

vj.u r^.j.ci j-iji' o vu± -l xi. x j. fct rtx. ^ vax nop /ion rtj.a jjcu vjj.ii ocl vjxy rton 

145 150 155 160 

Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

Ala Ser 
225 



<210> 51 
<211> 672 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> M1-25L 



<400> 51 

gaaattgtgt 

ctctcctgca 

cctggccagg 

aacaggttca 

cctgaagatt 

gggaccaaag 

tctgatgagc 

cccagagagg 

gagagtgtca 

ctgagcaaag 

ctgagctcgc 



tgacgcagtc 
gggccagtca 
ctcccaggct 
gtggcagtgg 
ttgcagtgta 
tggatatcaa 
agttgaaatc 
ccaaagtaca 
cagagcagga 
cagactacga 
ccgtcacaaa 



tccaggcacc 
gagtgttagc 
cctcatctat 
gtctgggaca 
ttactgtcag 
acgaactgtg 
tggaactgcc 
gtggaaggtg 
cagcaaggac 
gaaacacaaa 
gagcttcaac 



ctgtctttgt 
agcagctact 
ggtgcatcca 
gacttcactc 
cagtatggta 
gctgcaccat 
tctgttgtgt 
gataacgccc 
agcacctaca 
gtctacgcct 

aggggagagt 



ctccagggga 
tagcctggta 
gcagggccac 
tcaccatcag 
gctcattcac 
ctgtcttcat 
gcctgctgaa 
tccaatcggg 
gcctcagcag 
gcgaagtcac 
cttatccata 



aagagccacc 
ccagcagaaa 
tggcatccca 
cagactggag 
tttcggccct 
cttcccgcca 
taacttctat 
taactcccag 
caccctgacg 
ccatcagggc 
tgatgtgcca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 
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gattatgcga gc 672 



<210> 52 

<211> 224 

<212> PRT 

<213> Homo sapiens 

<220> 

<223> M1-25L 
<400> 52 

Glu He Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

Tyr- Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

Tie Tyr Gly Ala. Ser Ser Arg Ala Thr Gly lis Pro Asn Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 
65 ^ 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Phe 
85 90 95 

Thr Phe Gly Pro Gly Thr Lys Val Asp He Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Asn 
210 215 220 



<.2 10 > 53 
<211> 675 
<212> DNA 
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<213> Homo sapiens 
<220> 

<223> M1-1H 

<220> 

<221> CDS 

<222> (1) . . (675) 

<400> 53 

cag gtg cag ctg gtg gag tct ggg gga ggc gtg gtc cag cct ggg aag 48 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 

tec ctg aga etc tec tgt gca gcg tct gaa ttc acc ate agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Glu Phe Thr lie Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag gtt cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca get gtc tgg tat gat gaa agt act aca tat tct cca gac tec gtg 192 
Ala Ala Val Ti~p Tyr Asp Glu Ser Thr Thr Tyr Ser Pro Asp Ser Val 
50 55" 60 

aa 9 99c cga ttc acc ate tec aga gac gat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat agg gtg ggc etc ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 
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acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 54 
<211> 225 
<212> PRT 

< 2 1 3 > Homo s ap i en s 
<223> M1-1H 



<400> 54 
Gin Val Gin Leu 
1 

Ser Leu Arg Leu 
20 

Gly Met His Trp 
35 

Ala Ala Val Trp 
50 

Lys Gly Arg Phe 
65 

Leu Gin Met Asn 



Ala Arg Asp Arg 
100 

Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
180 

Leu Gly Thr Gin 
195 

Thr Lys Val Asp 
210 

His 
225 



Val Glu Ser Gly 
5 

Ser Cys Ala Ala 



Val Arg Gin Val 
40 

Tyr Asp Glu Ser 
55 

Thr lie Ser Arg 
70 

Ser Leu Arg Ala 
85 

Val Gly Leu Phe 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



Thr Tyr lie Cys 
200 

Lys Lys Ala Glu 
215 



Gly Gly Val Val 
10 

Ser Glu Phe Thr 

25 

Pro Gly Lys Gly 



Thr Thr Tyr Ser 
60 

Asp Asp Ser Lys 
75 

Glu Asp Thr Ala 
90 

Asp Tyr Trp Gly 
105 

Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 

Asn Val Asn His 



Pro Lys Ser His 
220 



Gin Pro Gly Lys 
15 

lie Ser Tyr Tyr 
3 0 

Leu Glu Trp Val 
45 

Pro Asp Ser Val 



Asn Thr Leu Tyr 
80 

Val Tyr Tyr Cys 
95 

Gin Gly Thr Leu 
110 

Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 

Lys Pro Ser Asn 
205 

His His His His 
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<210> 55 

<211> 677 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-3H 

<220> 

<221> CDS 

<222> (3) . . (677) 

<400> 55 

cc gat gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg 47 

Asp Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly 
15 10 15 

agg tec ctg aga etc tec tgt gca gcg tct gga ttc ace ttc agt tac 95 
Arg Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr 
20 25 30 

tat ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg 143 
Tyr Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp 
35 40 45 

gtg aca ctt ata acc tat gat gga gat aat aaa tac tat gca gac tec 191 
Val Thr Leu lie Thr Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser 
50 55 60 

gtg aag ggc cga ttc acc ate tec aga gac aat tec aag aac acg ctg 239 
Val Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu 
65 70 75 

tat ctg caa atg aac age ctg aga gec gag gac acg get gtg tat tac 2 87 
Tyr Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr 
80 85 90 95 

tgt gcg aga gac ggg ate ggg tac ttt gac tat tgg ggc cag gga acc 335 
Cys Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr 
100 105 110 

ctg gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc 383 
Leu Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro 
115 120 125 

ctg gca ccc tec tec aag age acc tct ggg ggc aca gcg gec ctg ggc 431 
Leu Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly 
130 135 140 

tgc ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac 479 
Cys Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn 
145 150 155 

tea ggc gec ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag 527 
Ser Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin 
ISO 165 170 175 



tec tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age 575 




1 

Ser Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser 
180 185 190 



age ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age 623 
Ser Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser 
195 200 205 

aac acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac 671 
Asn Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His 
210 215 220 

cat cac 677 
His His 
225 



<210> 56 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<223> M1-3H 



<400> 56 
Asp Val Gin Leu 
1 

Ser Leu Arg Leu 
20 

Gly Met His Trp 
35 

Thr Leu lie Thr 
50 

Lys Gly Arg Phe 
65 

Leu Gin Met Asn 



Ala Arg Asp Gly 
100 

Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
180 



Val Gin Ser Gly 
5 

Ser Cys Ala Ala 



Val Arg Gin Ala 
40 

Tyr Asp Gly Asp 
55 

Thr lie Ser Arg 
70 

Ser Leu Arg Ala 
85 

lie Gly Tyr Phe 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



Gly Gly Val Val 
10 

Ser Gly Phe Thr 
25 

Pro Gly Lys Gly 



Asn Lys Tyr Tyr 
60 

Asp Asn Ser Lys 
75 

Glu Asp Thr Ala 
90 

Asp Tyr Trp Gly 
105 

Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 



Gin Pro Gly Arg 
15 

Phe Ser Tyr Tyr 
30 

Leu Glu Trp Val 
45 

Ala Asp Ser Val 



Asn Thr Leu Tyr 
80 

Val Tyr Tyr Cys 
95 

Gin Gly Thr Leu 
110 

Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 



Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 
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Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

His 
225 



<210> 57 
<211> 675 
<212> DNA 

<213> Homo sapiens 
<220> 

<223> M1-4H 

<220> 

<221> CDS 

<222> (1) . . (675) 

<4Q0> 5 7 

ca 9 gtg cag ctg gtg gag tct ggg gga ggc gtg gtc cag cct ggg aag 4 8 
Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttc acc ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag gtt cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca get gtc tgg tat gat gga agt act aca tat tct cca gac tec gtg 192 
Ala Ala Val Trp Tyr Asp Gly Ser Thr Thr Tyr Ser Pro Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac gat tec aag aac acg ctg tat 24 0 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 2 88 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat agg gtg ggc etc ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 



ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 



30 



ggc gcc ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

tfc g gg c acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca ggg ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Gly Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 58 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M1-4H 



<400> 58 
Gin Val Gin Leu 
1 

Ser Leu Arg Leu 
20 

Gly Met His Trp 
35 

Ala Ala Val Trp 
50 

Lys Gly Arg Phe 
65 

Leu Gin Met Asn 



Ala Arg Asp Arg 
100 

Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Val Glu Ser Gly 
5 

Ser Cys Ala Ala 



Val Arg Gin Val 
40 

Tyr Asp Gly Ser 
55 

Thr lie Ser Arg 
70 

Ser Leu Arg Ala 
85 

Val Gly Leu Phe 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 



Gly Gly Val Val 
10 

Ser Gly Phe Thr 
25 

Pro Gly Lys Gly 



Thr Thr Tyr Ser 
60 

Asp Asp Ser Lys 
75 

Glu Asp Thr Ala 
90 

Asp Tyr Trp Gly 
105 

Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 



Gin Pro Gly Lys 
15 

Phe Ser Tyr Tyr 
30 

Leu Glu Trp Val 
45 

Pro Asp Ser Val 



Asn Thr Leu Tyr 
80 

Val Tyr Tyr Cys 
95 

Gin Gly Thr Leu 
110 

Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 
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Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys Val Asp Lys Lys Ala Gly Pro Lys Ser His His His His His 
210 215 220 



His 
225 



<210> 59 

<211> 675 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<223> M1-5H 

<220> 

<221> CDS 

<222> (1) . . (675) 

<400> 59 

cag gtg cag ctg gtg gag tct ggg gga ggc gtg gtc cag cct ggg agg 48 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 

15 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttt acc ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



192 



240 



aca ctt ata acc tat gat gga gat aat aaa tac tat gca gac tec gtg 
Thr Leu He Thr Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac acg ctg tat 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 2 88 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gac ggg ate ggg tac ttt gac tat tgg ggc cag gga acc ctg 336 
Ala Arg Asp Gly He Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 no 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

11 ^ i on - 

X^. w _LZ O 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
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Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gec ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 22 0 

cac 675 

His 

225 



<210> 60 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M1-5H 

<400> 60 

Gin Val Gin Leu Val 
1 5 

Ser Leu Arg Leu Ser 
20 

Gly Met His Trp Val 
35 

Thr Leu lie Thr Tyr 
50 

Lys Gly Arg Phe Thr 
65 

Leu Gin Met Asn Ser 
85 

Ala Arg Asp Gly lie 
100 

Val Thr Val Ser Ser 
115 



Glu Ser Gly Gly Gly Val 
10 

Cys Ala Ala Ser Gly Phe 
25 

Arg Gin Ala Pro Gly Lys 
40 

Asp Gly Asp Asn Lys Tyr 
55 

lie Ser Arg Asp Asn Ser 
70 75 

Leu Arg Ala Glu Asp Thr 
90 

Gly Tyr Phe Asp Tyr Trp 
105 

Ala Ser Thr Lys Gly Pro 
120 



Val Gin Pro Gly Arg 
15 

Thr Phe Ser Tyr Tyr 
30 

Gly Leu Glu Trp Val 
45 

Tyr Ala Asp Ser Val 
60 

Lys Asn Thr Leu Tyr 
80 

Ala Val Tyr Tyr Cys 
95 

Gly Gin Gly Thr Leu 
110 

Ser Val Phe Pro Leu 
125 



Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 
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Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
180 

Leu Gly Thr Gin 
195 

Thr Lys Val Asp 
210 

His 
225 



Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



Thr Tyr lie Cys 
200 

Lys Lys Ala Glu 
215 



Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 

Asn Val Asn His 



Pro Lys Ser His 
220 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 

Lys Pro Ser Asn 
205 

His His His His 



<210> 61 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-8H 

<220> 

<221> CDS 

<222> (1) . . (675) 

<400> 61 

cag gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg aag 4 8 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 

tec ctg aaa etc tec tgt gca gcg tct gga ttc acc ttc agt tac tat 96 
Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca get gta tgg tat gat gga agt aac aca tac tct cca gac tec gtg 192 
Ala Ala Val Trp Tyr Asp Gly Ser Asn Thr Tyr Ser Pro Asp Ser Val 
50 55 . 60 

aa 9 99 c cga ttc acc ate tec aga gac gat tec aag aac acg gtg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Val Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat agg gtg ggc etc ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 



34 



gtc acc gtc tec tea gec tec ace aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gec ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 4 80 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gec ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 52 8 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

g cist cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 62 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<223> M1-8H 

<400> 62 

Gin Val Gin Leu Val 
1 5 

Ser Leu Lys Leu Ser 
20 

Gly Met His Trp Val 
35 

Ala Ala Val Trp Tyr 
50 

Lys Gly Arg Phe Thr 
65 

Leu Gin Met Asn Ser 
85 

Ala Arg Asp Arg Val 
100 



Gin Ser Gly Gly Gly Val 
10 

Cys Ala Ala Ser Gly Phe 
25 

Arg Gin Ala Pro Gly Lys 
40 

Asp Gly Ser Asn Thr Tyr 
55 

lie Ser Arg Asp Asp Ser 
70 75 

Leu Arg Ala Glu Asp Thr 
90 

Gly Leu Phe Asp Tyr Trp 
105 



Val Gin Pro Gly Lys 
15 

Thr Phe Ser Tyr Tyr 
30 

Gly Leu Glu Trp Val 
45 

Ser Pro Asp Ser Val 
60 

Lys Asn Thr Val Tyr 
80 

Ala Val Tyr Tyr Cys 
95 

Gly Gin Gly Thr Leu 
110 



35 



Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
180 

Leu Gly Thr Gin 
195 

Thr Lys Val Asp 
210 

His 
225 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



Thr Tyr lie Cys 
200 

Lys Lys Ala Glu 
215 



Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 

Asn Val Asn His 



Pro Lys Ser His 
220 



Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 

Lys Pro Ser Asn 
205 

His His His His 



<210> 63 

<211> 708 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-10H 

<220> 

<221> CDS 

<222> (1) . . (708) 

<400> 63 

cag gtg cag ctg gtg cag tct ggg gga ggc ttg gta cat cct ggg ggg 4 8 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val His Pro Gly Gly 
15 10 15 

tec ctg aga etc tec tgt gaa ggc tct gga ttc ate ttc agg aac cat 96 
Ser Leu-Arg Leu Ser Cys Glu Gly Ser Gly Phe lie Phe Arg Asn His 
20 25 30 

cct ata cac tgg gtt cgc cag get cca gga aaa ggt ctg gag tgg gta 144 
Pro lie His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

tea gtt agt ggt att ggt ggt gac aca tac tat gca gac tec gtg aag 192 
Ser Val Ser Gly lie Gly Gly Asp Thr Tyr Tyr Ala Asp Ser Val Lys 
50 55 60 

ggc cga ttc tec ate tec aga gac aat gee aag aac tec ttg tat ctt 240 
Gly Arg Phe Ser lie Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu 
65 70 7 5 80 



caa atg aac age ctg aga gee gag gac atg get gtg tat tac tgt gca 288 
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Gin Met Asn Ser Leu Arg Ala Glu Asp Met Ala Val Tyr Tyr Cys Ala 
85 90 95 

aga gaa tat tac tat ggt teg ggg agt tat cgc gtt gac tac tac tac 336 
Arg Glu Tyr Tyr Tyr Gly Ser Gly Ser Tyr Arg Val Asp Tyr Tyr Tyr 
100 105 no 

tac ggt atg gac gtc tgg ggc caa ggg acc acg gtc acc gtc tec tea 3 84 
Tyr Gly Met Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 125 

gee tec acc aag ggc cca teg gtc ttc ccc ctg gca ccc tec tec aag 432 
Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 
130 135 140 

age acc tct ggg ggc aca gcg gec ctg ggc tgc ctg gtc aag gac tac 480 
Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
145 150 155 160 

ttc ccc gaa ccg gtg acg gtg teg tgg aac tea ggc gec ctg acc age 528 
Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
165 170 175 

ggc gtg cac acc ttc ccg get gtc eta cag tec tea gga etc tac tec 576 
Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 
180 185 190 

etc age age gtg gtg acc gtg ccc tec age age ttg ggc acc cag acc 624 
Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 
195 200 205 

tac ate tgc aac gtg aat cac aag ccc age aac acc aag gtg gac aag 672 
Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 
210 215 220 

aaa gca gag ccc aaa tct cat cac cat cac cat cac 708 
Lys Ala Glu Pro Lys Ser His His His His His His 
225 230 235 



<210> 64 

<211> 236 

<212> PRT 

<213> Homo sapiens 

<223> M1-10H 

<400> 64 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val His Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Glu Gly Ser Gly Phe lie Phe Arg Asn His 
20 25 30 

Pro lie His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Val Ser Gly He Gly Gly Asp Thr Tyr Tyr Ala Asp Ser Val Lys 
50 55 60 



Gly Arg Phe Ser He Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu 
65 70 75 80 



• 3, # 



Gin Met Asn Ser 



Arg Glu Tyr Tyr 
100 

Tyr Gly Met Asp 
115 

Ala Ser Thr Lys 
130 

Ser Thr Ser Gly 
145 

Phe Pro Glu Pro 



Gly Val His Thr 
180 

Leu Ser Ser Val 
195 

Tyr lie Cys Asn 
210 

Lys Ala Glu Pro 
225 



Leu Arg Ala Glu 
85 

Tyr Gly Ser Gly 



Val Trp Gly Gin 
120 

Gly Pro Ser Val 
135 

Gly Thr Ala Ala 
150 

Val Thr Val Ser 
165 

Phe Pro Ala Val 



Val Thr Val Pro 
200 

Val Asn His Lys 
215 

Lys Ser His His 
230 



Asp Met Ala Val 
90 

Ser Tyr Arg Val 
105 

Gly Thr Thr Val 



Phe Pro Leu Ala 
140 

Leu Gly Cys Leu 
155 

Trp Asn Ser Gly 
170 

Leu Gin Ser Ser 
185 

Ser Ser Ser Leu 



Pro Ser Asn Thr 
220 

His His His His 
235 



Tyr Tyr Cys Ala 
95 

Asp Tyr Tyr Tyr 
110 

Thr Val Ser Ser 
125 

Pro Ser Ser Lys 



Val Lys Asp Tyr 
160 

Ala Leu Thr Ser 
175 

Gly Leu Tyr Ser 
190 

Gly Thr Gin Thr 
205 

Lys Val Asp Lys 



<210> 65 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-21H 

<220> 

<221> CDS 

<222> (1) . . (675) 

<400> 65 

cag gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg aag 4 8 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttc acc ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag gtt cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



gca get gtc tgg tat gat gga agt act aca tat tct cca gac tec gtg 
Ala Ala Val Trp Tyr Asp Gly Ser Thr Thr Tyr Ser Pro Asp Ser Val 
50 55 60 



192 



38 



aag ggc cga ttc acc ate tec aga gac gat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg age age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat agg gtg ggc etc ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gec tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gec ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 48G 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 66 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M1-21H 

<400> 66 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 



Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



39 



Ala Ala Val Trp Tyr Asp Gly Ser Thr Thr Tyr Ser Pro Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Ser Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

His 
225 



<210> 67 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-23H 

<220> 

<221> CDS 

<222> (1) . . (675) 

<400> 67 

cag gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg agg 4 8 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttc acc ttc agt aac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr 
20 25 30 



ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 



m 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca get ata tgg tat gat gga agt aaa aca tac aat gca gac tec gtg 192 
Ala Ala lie Trp Tyr Asp Gly Ser Lys Thr Tyr Asn Ala Asp Ser Val 
50 55 60 

sag ggc cga ttc ace ate tec aga gac aat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gat ggg ata ggc tac ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 

i -i r- -i o n -1 O XT 

113 _L^\J -L. ^ -> 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 68 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M1-23H 



<400> 68 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 



41 



Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Asn Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Ala lie Trp Tyr Asp Gly Ser Lys Thr Tyr Asn Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

His 
225 



<210> 69 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<223> M1-25H 

<220> 

<221> CDS 

<222> (1) . . (675) 

<400> 69 

cag gtg cag ctg gtg gag tct ggg gga ggc ttg gtc cag cct ggg ggg 4 8 
Gin Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
15 10 15 



42 



tec ctg aga etc tec tgt gca gcg tct gga ttc ace ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag gtt cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca get gtc tgg tat gat gga agt act aca tat cct cca gac tec gtg 192 
Ala Ala Val Trp Tyr Asp Gly Ser Thr Thr Tyr Pro Pro Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac gat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 ' 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtt tat tac tgt 2 88 
. Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

gcg aga gat agg gtg ggc etc ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 



cac 
His 
225 



675 



<210> 70 
<211> 225 
<212> PRT 



43 



<213> Homo sapiens 
<223> M1-25H 

<400> 70 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Gin Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Ala Val Trp Tyr Asp Gly Ser Thr Thr Tyr Pro Pro Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

His 
225 



<210> 71 

<211> 678 

<212> DNA 

<2 13 > Homo sapiens 

<220> 

<221> CDS 

_ o *■» "i _ / -i \ /rnn\ 

^4*4, J* \ J- f . . V O / O / 



<220> 



44 



<223> M2-11L 
<400> 71 

gaa ata gtg atg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 
Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc *acc etc tec tgc agg gec agt cag ggt gtt age age age 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Gly Val Ser Ser Ser 
20 25 30 



8C 



gag gcc aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac 
Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 



aag age ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat 
Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 



48 



96 



tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
He Tyr Gly Ala Ser Ser Arg Ala Thr Gly He Pro Asp Arg Phe Ser 
50 55 60 

ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 240 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Leu Glu 



cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea cct 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

cca ttc act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg 336 
Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp He Lys Arg Thr Val 
100 105 110 

get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aga 384 
Ala Ala Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Arg 
115 120 125 

tct gga act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga 432 
Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 



480 



tec cag gag agt gtc aca gag cag gac age aag gac age acc tac age 52 8 
Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

etc age age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa 576 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

gtc tac gcc tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca 624 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 



672 



gcg age 
Ala Ser 



678 



45 



225 



<210> 72 
<211> 226 
<212> PRT 

<213> Homo sapiens 
<223> M2-11L 

<400> 72 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
1 5 10 .15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Gly Val Ser Ser Ser 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

Pro Phe Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val 
100 105 110 

Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Arg 
115 120 125 

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

Ala Ser 
225 



<210> 73 

<211> 678 

<212> DNA 

<213> Homo sapiens 



46 



<220> 

<221> CDS 

<222> (1) . . (678) 

<220> 

<223> M2-12L 
<400> 73 

gaa ata gtg atg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 
Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 



48 



gaa aga gcc acc etc tec tgc agg gec agt cag ggt gtt age age age 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Gly Val Ser Ser Ser 
20 25 30 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt yea tec age agg gcc act ggc ate cca gac agg ttc agt 192 
lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

ggc agt ggg tct ggg aca gac ttc act etc acc ate age age eta gag 24 0 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea cct 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

ccg tac act ttt ggc cag ggg acc aag ctg gag ate aaa cga act gtg 33 6 
Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa 384 
Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

tct gga act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga 432 
Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

gag gcc aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac 480 
Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

tec cag gag agt gtc aca gag cag gac age aag gac age acc tac age 52 8 
Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

etc age age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa 576 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 



gtc tac gcc tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca 624 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 



47 



aag age ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat 
Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

gcg age 
Ala Ser 
225 



<210> 74 
<211> 226 
<212> PRT 

<213> Homo sapiens 
<223> M2-12L 

<400> 74 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Gly Val Ser Ser Ser 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 



Ala Ser 
225 



48 



<210> 75 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 

<220> 

<223> M2-16L 
<400> 75 

gaa ata gtg atg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 48 
Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc agg gec agt cag agt gtt age age age 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 

A. V «-> ~> ~> c 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

gtc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 24 0 
Val Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea ttc 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Phe 
85 90 ^ 95 

act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg get gca 336 
Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gcc 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac tec cag 4 80 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 



age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 



576 



49 



180 185 190 

gcc tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 76 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<223> M2-16L 

<400> 76 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Val Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Phe 
85 90 95 

Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 



Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val 
210 215 



Pro Asp Tyr Ala Ser 
220 



50 



<210> 77 
<211> 672 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) - - (672) 

<220> 

<223> M2-18L 



<400> 77 

gaa ata gtg atg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 48 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 



gaa aga gcc acc etc tec tgc agg gec agt cag agt gtt age age acc 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Thr 
20 25 30 



tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 



ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 



ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 24 0 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 



cct gaa gat ttt gca gtg tat tac tgt cag cag tat gtt age tea ttc 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Ser Ser Phe 
85 90 95 



act ttc ggc cct ggg acc aaa gtg gat ate aaa cga act gtg get gca 336 
Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 



act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gcc 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 



aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac tec cag 480 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 



gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 



age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 



51 



gee tgc gaa gtc ace cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 78 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<223> M2-18L 

<400> 78 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Thr 



Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Val Ser Ser Phe 
85 90 95 

Thr Phe Gly Pro Gly Thr Lys Val Asp lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 



Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



52 



<210> 79 
<211> 678 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (678) 

<220> 

<223> M2-20L 
<400> 79 

gaa ata gtg atg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 
Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc agg gec agt cag agt gtt age age age 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tac ggt gca tec agg agg gcc act ggc ate cca gac agg ttc agt 
lie Tyr Gly Ala Ser Arg Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea ccc 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 



48 



96 



192 



240 



288 



atg tac act ttt ggc cag ggg acc aag ctg gag ate aaa cga act gtg 33 6 
Met Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa 384 
Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

tct gga act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga 
Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

gag gcc aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac 
Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

tec cag gag agt gtc aca gag cag gac age aag gac age acc tac age 
Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

etc age age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa 576 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 



432 



480 



528 



53 



gtc tac gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

aag age ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat 
Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

gcg age 
Ala Ser 
225 



<210> 80 
<211> 226 
<212> PRT 

<213> Homo sapiens 
<223> M2-20L 

<400> 80 

Glu lie Val Met Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 

- n r\ 1 C 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Arg Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

Met Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 



Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 



54 



Ala Ser 
225 



<210> 81 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 

<220> 

<223> M2-31L 
<400> 81 

gaa att gtg ttg acg cag tct cca gcc acc ctg tct ttg tct cca ggg 48 
Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 

1 IT 1 O 1 C 

X ~f J- t/ J- ~> 

gaa aga gcc acc etc tec tgc agg gcc agt cag agt gtt age age tac 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

tta gcc tgg tac caa cag aaa cct ggc cag get ccc agg etc etc ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

tat gat gca tec aac agg gcc act ggc ate cca gcc agg ttc agt ggc 192 
Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

a 9 fc 999 tct ggg aca gac ttc act etc acc ate age age eta gag cct 24 0 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

gaa gat ttt gca gtt tat tac tgt cag cag cgt acg aac tgg cct egg 288 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Thr Asn Trp Pro Arg 
85 90 95 

acg ttc ggc caa ggg acc aag gtg gaa ate aaa cga act gtg get gca 336 
Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gcc 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac tec cag 480 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 



gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 



55 



165 170 175 

age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 82 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<223> M2-31L 

<4 0Q> 82 

Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Thr Asn Trp Pro Arg 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 



Ala Cys Glu Val Thr His Gin Gly Leu Ser ser Pro Val Thr Lys Ser 
195 200 205 
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Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 83 
<211> 672 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 

<220> 

<223> M2-32L 
<400> 83 

gaa att gtg ttg acg cag tct cca gcc acc ctg tct ttg tct cca ggg 48 
Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 



gaa aga gcc acc etc tec tgc agg gcc agt cag agt gtt age age tac 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 



96 



tta gcc tgg tac caa cag aaa cct ggc cag get ccc agg etc etc ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

tat gat gca tec aac agg gcc get ggc ate cca gcc agg ttc agt ggc 192 
Tyr Asp Ala Ser Asn Arg Ala Ala Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

agt ggg tct ggg aca gac ttc act etc acc ate age age eta gag cct 240 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

gaa gat ttt gca gtt tat tac tgt cag caa cgt aac aac tgg cct etc 288 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Asn Asn Trp Pro Leu 
85 90 95 

act ttc ggc gga ggg acc aag gtg gag ate aaa cga act gtg get gca 336 
Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gcc 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac tec cag 480 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 



57 



age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

gec tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 84 
<211> 224 
<212> PRT 

<213> Homo sapiens 
<223> M2-32L 

<400> 84 

Glu lie Val Leu Thr Gin Ser Pre Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

Tyr Asp Ala Ser Asn Arg Ala Ala Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Asn Asn Trp Pro Leu 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 



Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 



58 



210 215 220 



<210> 85 

<211> 678 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (678) 

<220> 

<223> M2-33L 
<400> 85 

gaa att gtg ttg acg cag tct cca ggc acc ctg tct ttg tct cca ggg 48 
Glu lie Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
1 5 10 15 

gaa aga gcc acc etc tec tgc agg gec agt cag agt gtt age age age 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

tac tta gcc tgg tac cag cag aaa cct ggc cag get ccc agg etc etc 144 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

ate tat ggt gca tec age agg gcc act ggc ate cca gac agg ttc agt 192 
lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

ggc agt ggg tct ggg aca gac ttc act etc acc ate age aga ctg gag 240 
Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

cct gaa gat ttt gca gtg tat tac tgt cag cag tat ggt age tea cct 288 
Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

ccg tac act ttt ggc cag ggg acc aag ctg gag ate aaa cga act gtg 3 36 
Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

get gca cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa 384 
Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

tct gga act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga 432 
Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

gag gcc aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac 4 80 
Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

tec cag gag agt gtc aca gag cag gac age aag gac age acc tac age 52 8 
Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 



59 



etc age age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa 576 
Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 

gtc tac gec tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca 624 
Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 
195 200 205 

aag age ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat 672 
Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

gcg age 678 

Ala Ser 

225 



<210> 86 
<211> 226 
<212> PRT 

<213> Homo sapiens 
< 2 2 3 > M 2 - 3 3 L 

<400> 86 

Glu lie Val Leu Thr Gin Ser Pro Gly Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Ser 
20 25 30 

Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu 
35 40 45 

lie Tyr Gly Ala Ser Ser Arg Ala Thr Gly lie Pro Asp Arg Phe Ser 
50 55 60 

Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Arg Leu Glu 
65 70 75 80 

Pro Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Tyr Gly Ser Ser Pro 
85 90 95 

Pro Tyr Thr Phe Gly Gin Gly Thr Lys Leu Glu lie Lys Arg Thr Val 
100 105 110 

Ala Ala Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys 
115 120 125 

Ser Gly Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg 
130 135 140 

Glu Ala Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn 
145 150 155 160 

Ser Gin Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser 
165 170 175 

Leu Ser Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys 
180 185 190 



Val Tyr Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr 



60 



195 200 205 

Lys Ser Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr 
210 215 220 

Ala Ser 
225 



<210> 87 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 

<220> 

<223> M2-34L 
<400> 87 

gaa att gtg ttg acg cag tct cca gcc acc ctg tct ttg tct cca ggg 48 
Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc agg gcc agt cag agt gtt age age tac 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

tta gcc tgg tac caa cag aaa cct ggc cag get ccc agg etc etc ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu He 
35 40 45 

tat gat gca tec aac agg gcc act ggc ate cca gcc agg ttc agt ggc 192 
Tyr Asp Ala Ser Asn Arg Ala Thr Gly He Pro Ala Arg Phe Ser Gly 
50 55 60 

agt ggg tct ggg aca gac ttc act etc acc ate age age eta gag cct 240 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Ser Leu Glu Pro 
65 70 75 80 

gaa gat ttt gca gtt tat tac tgt cag cag cgt acg aac tgg cct egg 288 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Thr Asn Trp Pro Arg 
85 90 95 

acg ttc ggc caa ggg acc aag gtg gaa ate aaa cga act gtg get gca 336 
Thr Phe Gly Gin Gly Thr Lys Val Glu He Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe He Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gcc 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac tec cag 480 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 



61 



145 150 155 160 

gag agt gtc aca gag cag gac age aag gac age acc tac age etc age 52 8 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

age acc ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 

Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

gee tgc gaa gtc acc cat cag ggc ctg age teg ccc gtc aca aag age 624 

Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 

Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 88 
<211> 224 
< 2 1 2 > PRT 

<213> Homo sapiens 
<223> M2-34L 

<400> 88 

Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Thr Asn Trp Pro Arg 
85 90 95 

Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 



Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 
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Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 89 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 

<220> 

<223> M2-35L 

\J \J O 

gaa att gtg ttg acg cag tct cca gcc acc ctg tct ttg tct cca ggg 48 

Glu lie Val Leu Thr Gin Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly 
15 10 15 

gaa aga gcc acc etc tec tgc agg gcc agt cag agt gtt age age tac 96 
Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gin Ser Val Ser Ser Tyr 
20 25 30 

tta gcc tgg tac caa cag aaa cct ggc cag get ccc agg etc etc ate 144 
Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ala Pro Arg Leu Leu lie 
35 40 45 

tat gat gca tec aac agg gcc act ggc ate cca gcc agg ttc agt ggc 192 
Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 
50 55 60 

agt ggg tct ggg aca gac ttc act etc acc ate age age eta gag cct 240 
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 
65 70 75 80 

gaa gat ttt gca gtt tat tac tgt cag cag cgt acg aac tgg cct egg 288 
Glu Asp Phe Ala Val Tyr Tyr Cys Gin Gin Arg Thr Asn Trp Pro Arg 
85 90 95 

acg ttc ggc caa ggg acc aag gtg gaa ate aaa cga act gtg get gca 336 
Thr Phe Gly Gin Gly Thr Lys Val Glu lie Lys Arg Thr Val Ala Ala 
100 105 110 

cca tct gtc ttc ate ttc ccg cca tct gat gag cag ttg aaa tct gga 384 
Pro Ser Val Phe lie Phe Pro Pro Ser Asp Glu Gin Leu Lys Ser Gly 
115 120 125 

act gcc tct gtt gtg tgc ctg ctg aat aac ttc tat ccc aga gag gcc 432 
Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

aaa gta cag tgg aag gtg gat aac gcc etc caa teg ggt aac tec cag 480 
Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 



63 



gag agt gtc aca gag cag gac age aag gac age ace tac age etc age 528 
Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 

age ace ctg acg ctg age aaa gca gac tac gag aaa cac aaa gtc tac 576 
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 

gee tgc gaa gtc ace cat cag ggc ctg age teg ccc gtc aca aag age 624 
Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

ttc aac agg gga gag tct tat cca tat gat gtg cca gat tat gcg age 672 
Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 90 

<211> 224 

<212> PRT 

^213^ Homo s ap i sn s 

<223> M2-35L 



<400> 90 

Glu lie Val Leu Thr Gin Ser Pro 
1 5 

Glu Arg Ala Thr Leu Ser Cys Arg 
20 

Leu Ala Trp Tyr Gin Gin Lys Pro 
35 40 



Ala Thr Leu Ser Leu Ser Pro Gly 
10 15 

Ala Ser Gin Ser Val Ser Ser Tyr 
25 30 

Gly Gin Ala Pro Arg Leu Leu lie 
45 



Tyr Asp Ala Ser Asn Arg Ala Thr Gly lie Pro Ala Arg Phe Ser Gly 

50 55 60 

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr lie Ser Ser Leu Glu Pro 

65 70 75 80 



Glu Asp Phe Ala Val Tyr Tyr Cys 
85 

Thr Phe Gly Gin Gly Thr Lys Val 
100 

Pro Ser Val Phe lie Phe Pro Pro 
115 120 



Gin Gin Arg Thr Asn Trp Pro Arg 
90 95 

Glu lie Lys Arg Thr Val Ala Ala 
105 110 

Ser Asp Glu Gin Leu Lys Ser Gly 
125 



Thr Ala Ser Val Val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala 
130 135 140 

Lys Val Gin Trp Lys Val Asp Asn Ala Leu Gin Ser Gly Asn Ser Gin 
145 150 155 160 

Glu Ser Val Thr Glu Gin Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser 
165 170 175 



Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys Val Tyr 
180 185 190 



64 



Ala Cys Glu Val Thr His Gin Gly Leu Ser Ser Pro Val Thr Lys Ser 
195 200 205 

Phe Asn Arg Gly Glu Ser Tyr Pro Tyr Asp Val Pro Asp Tyr Ala Ser 
210 215 220 



<210> 91 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-11H 
<400> 91 

cag gtg cag ctg gtg gag tub ggg gga ggc gtg gtc cag cct ggg agg 
Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttt ace ttc agt tac tat 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 



gtc acc gtc tec tea gee tec ace aag ggc cca teg gtc ttc ccc ctg 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 



96 



ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

aca ctt ata acc tat gat gga gat aat aaa tac tat gca gac tec gtg 192 

Thr Leu lie Thr Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac acg ctg tat 240 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 

65 70 75 80 

ctg caa atg aac age ctg aga gec gag gac acg get gtg tat tac tgt 288 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 

85 90 95 

gcg aga gac ggg ate ggg tac ttt gac tat tgg ggc cag gga acc ctg 33 6 

Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 



384 



gca ccc tec tec aag age acc tct ggg ggc aca gcg gec ctg ggc tgc 432 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145 150 155 160 



65 



ggc gcc ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 



cac 
His 
225 



675 



< 2 1 0 > 32 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M2-11H 



<400> 92 
Gin Val Gin Leu 
1 

Ser Leu Arg Leu 
20 

Gly Met His Trp 
35 

Thr Leu lie Thr 
50 

Lys Gly Arg Phe 
65 

Leu Gin Met Asn 



Ala Arg Asp Gly 
100 

Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 



Val Glu Ser Gly 
5 

Ser Cys Ala Ala 



Val Arg Gin Ala 
40 

Tyr Asp Gly Asp 
55 

Thr lie Ser Arg 
70 

Ser Leu Arg Ala 
85 

lie Gly Tyr Phe 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 



Gly Gly Val Val 
10 

Ser Gly Phe Thr 
25 

Pro Gly Lys Gly 



Asn Lys Tyr Tyr 
60 

Asp Asn Ser Lys 
75 

Glu Asp Thr Ala 
90 

Asp Tyr Trp Gly 
105 

Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 



Gin Pro Gly Arg 
15 

Phe Ser Tyr Tyr 
30 

Leu Glu Trp Val 
45 

Ala Asp Ser Val 



Asn Thr Leu Tyr 
80 

Val Tyr Tyr Cys 
95 

Gin Gly Thr Leu 
110 

Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 



Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 




Ser Gly Leu Tyr Ser Leu Ser Ser 
180 

Leu Gly Thr Gin Thr Tyr lie Cys 

195 200 

Thr Lys Val Asp Lys Lys Ala Glu 
210 215 

His 
225 



66 




Val Val Thr Val Pro Ser Ser Ser 
185 190 

Asn Val Asn His Lys Pro Ser Asn 
205 

Pro Lys Ser His His His His His 
220 



<210> 93 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<:2 2 2;> (1) . . (675) 

<220> 

<223> M2-12H 



<400> 93 

gat gtg cag ctg gtg gag tct ggg gga ggc gtg gtc cat cct ggg agg 4 8 
Asp Val Gin Leu Val Glu Ser Gly Gly Gly Val Val His Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttt ace ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gaa tgg atg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

aca ctt ata tec tat gat gga gat aat aaa tac tat gca gac tec gtg 192 
Thr Leu lie Ser Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gaa aat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Glu Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac agt ctg aga gee gag gac acg get gtg tat tac tgt 2 88 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gac ggg ate ggg tac ttt gac tat tgg ggc cag gga acc ctg 336 
Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 



67 



130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gec ctg acc age ggc gtg cac ace ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age age 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Ser 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 94 

<211> 225 

<212> PRT 

<213> Homo sapiens 

<223> M2-12H 

<400> 94 

Asp Val Gin Leu Val Glu Ser Gly Gly Gly Val Val His Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

Thr Leu lie Ser Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Glu Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gly He Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 



Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 



68 



Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Ser 
195 200 205 

Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

His 
225 



<210> 95 

<2 11 > 67 5 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-16H 
<400> 95 

cag gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg aag 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 



gca get gtc tgg tat gat gga agt act aga tat tct cca gac tec gtg 
Ala Ala Val Trp Tyr Asp Gly Ser Thr Arg Tyr Ser Pro Asp Ser Val 
50 55 60 



gcg aga gat agg gtg ggc etc ttt gac tac tgg ggc cag gga acc ctg 
Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 



48 



tec ctg aga etc tec tgt gca gcg tct gga ttc age ttg agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag gtt cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



192 



aag ggc cga ttc acc ate tec aga gac gat tec aag aac acg ctg tat 240 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



336 



69 



gtc acc gtc tec tea gec tec ace aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gec ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 
Leu Gly Thr Gin Thr Tyr" lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 



cac 
His 
225 



576 



624 



675 



<210> 96 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M2-16H 

<400> 96 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Leu Ser Tyr Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Ala Val Trp Tyr Asp Gly Ser Thr Arg Tyr Ser Pro Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 



70 



Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
180 

Leu Gly Thr Gin 
195 

Thr Lys Val Asp 
210 

His 
225 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



Thr Tyr lie Cys 
200 

Lys Lys Ala Glu 
215 



Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 

Asn Val Asn His 



Pro Lys Ser His 
220 



Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 

Lys Pro Ser Asn 
205 

His His His His 



<210> 97 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-18H 
<400> 97 

cag gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg aag 4 8 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
1.5 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttc age ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag gtt cca ggc aag ggg ctg gag tgg gtg 14 4 
Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gca get gtc tgg tat gat gga agt act aca tat tct cca gac tec gtg 192 
Ala Ala Val Trp Tyr Asp Gly Ser Thr Thr Tyr Ser Pro Asp Ser Val 
50 55 60 

aag ggc cga ttc ace ate tec aga gac gat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asp Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 



71 



85 90 95 

gcg aga gat agg gtg ggc etc ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Arg Val Gly Leu Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gec ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 98 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M2-18H 

<400> 98 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Lys 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Ser Phe Ser Tyr Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ala Ala Val Trp Tyr Asp Gly Ser Thr Thr Tyr Ser Pro Asp Ser Val 
50 55 60 



Lys Gly Arg Phe Thr lie Ser Arg Asp Asp ser ijys Asn xhr Leu ryr 
65 70 75 80 



72 



Leu Gin Met Asn 



Ala Arg Asp Arg 
100 

Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
180 

t ml-— oT — 

ucu uiy ixii vjxii 

195 

Thr Lys Val Asp 
210 

His 
225 



Ser Leu Arg Ala 
85 

Val Gly Leu Phe 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



ill. i ji v_y »=> 

200 

Lys Lys Ala Glu 
215 



Glu Asp Thr Ala 
90 

Asp Tyr Trp Gly 
105 

Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 

TV ^ v, tr-» 1 7\ r..w XJ.-v.i-i 

noil v d _i_ noii mo 



Pro Lys Ser His 
220 



Val Tyr Tyr Cys 
95 

Gin Gly Thr Leu 
110 

Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 

Lys P r o Ser Asn 
205 

His His His His 



<210> 99 

<211> 675 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-20H 
<400> 99 

cag gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg agg 4 8 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg agg etc tec tgt gca gee tct gga ttc act ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggt atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gag tgg gtg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



tea ctt ata aca tat gat gga agg aat aaa tac tac gec gac tec gtg 192 
Ser Leu He Thr Tyr Asp Gly Arg Asn Lys Tyr T Y r Ala As P Ser Vai 
50 55 60 



73 



aag ggc cga ttc acc ate tec aga gag aat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Glu Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga act gag gac acg get gag tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Thr Glu Asp Thr Ala Glu Tyr Tyr Cys 
85 90 95 

gcg aga gac ggg ate gga tac ttt gac tac tgg ggc cag gga ate ctg 336 
Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly lie Leu 
100 105 110 

gtc acc gtc tec tea gec tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gec ctg ggc tgc 432 
Ala Pro Ser Ser. Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtg aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aag tea 480 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Lys Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ttg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 100 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M2-20H 

<400> 100 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



74 



Ser Leu lie Thr Tyr Asp Gly Arg Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Glu Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Thr Glu Asp Thr Ala Glu Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly lie Leu 
100 105 110 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Lys Ser 
145 150 155 160 

Gly Ala Lsu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

His 
225 



<210> 101 
<211> 675 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-31H 
<400> 101 

cag gtg cag ctg gtg gag tct ggg 
Gin Val Gin Leu Val Glu Ser Gly 
1 5 

tec ctg aga etc tec tgt gca gee 
Ser Leu Arg Leu Ser Cys Ala Ala 
20 

ggt ata cac tgg gtc cgc cag gtt 
Gly lie His Trp Val Arg Gin Val 



gga gtc gtg gtc cag cct ggg agg 4 8 
Gly Val Val Val Gin Pro Gly Arg 
10 15 

tct gga ttc acg ttc agt tac tat 96 
Ser Gly Phe Thr Phe Ser Tyr Tyr 
25 30 

cca ggc aag gga eta gag tgg gtg 144 
Pro Gly Lys Gly Leu Glu Trp Val 



75 



35 40 45 

gca ctt ata tea tac gat gga age aat aaa tac tac gca gac tec gtg 192 
Ala Leu lie Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac act ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga get gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

9 C 9 a 9 a 9 ac ^99 atc 999 tac ttfc 9 ac tac fc 99 99 c ca 9 99 a acc ct 9 336 
Ala Arg Asp Trp lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gec ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ctg ggc acc cag acc tac atc tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 102 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M2-31H 



<400> 102 

Gin Val Gin Leu Val Glu Ser Gly Gly Val Val Val Gin Pro Gly Arg 
15 10 15 



Ser Leu Arg Leu 
20 

Gly lie His Trp 
35 

Ala Leu lie Ser 
50 

Lys Gly Arg Phe 
65 

Leu Gin Met Asn 



Ala Arg Asp Trp 
100 

Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
180 

Leu Gly Thr Gin 
195 

Thr Lys Val Asp 
210 

His 
225 



Ser Cys Ala Ala 



Val Arg Gin Val 
40 

Tyr Asp Gly Ser 
55 

Thr lie Ser Arg 
70 

Ser Leu Arg Ala 
85 

lie Gly Tyr Phe 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



Thr Tyr lie Cys 
200 

Lys Lys Ala Glu 
215 



Ser Gly Phe Thr 
25 

Pro Gly Lys Gly 



Asn Lys Tyr Tyr 
60 

Asp Asn Ser Lys 
75 

Glu Asp Thr Ala 
90 

Asp Tyr Trp Gly 
105 

Lys Gly Pro Ser 

Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 

Asn Val Asn His 



Pro Lys Ser His 
220 



Phe Ser Tyr Tyr 
30 

Leu Glu Trp Val 
45 

Ala Asp Ser Val 



Asn Thr Leu Tyr 
80 

Val Tyr Tyr Cys 
95 

Gin Gly Thr Leu 
110 

Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 

Lys Pro Ser Asn 
205 

His His His His 



<210> 103 
<211> 708 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (708) 

<220> 

<223> M2-32H 
<400> 103 

cag gtg cag ctg gtg cag tct ggg gga ggc ttg gta cat cct ggg ggg 4 8 

vjj.ii vcij. oxll Leu v ct j. vjj.1i bcr uiy uxy uiy ucu v ct _l nis riu ox y ox y 

15 10 15 



77 



tec ctg aga etc tec tgt gaa ggc tct gga ttc ate ttc agg aac cat 96 

Ser Leu Arg Leu Ser Cys Glu Gly Ser Gly Phe lie Phe Arg Asn His 

20 25 30 

cct ata cac tgg gtt cgc cag get cca gga aaa ggt ctg gag tgg gta 144 

Pro He His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 

35 40 45 

tea gtt agt ggt att ggt ggt gac aca tac tat gca gac tec gtg aag 192 

Ser Val Ser Gly He Gly Gly Asp Thr Tyr Tyr Ala Asp Ser Val Lys 

50 55 60 

ggc cga ttc tec ate tec aga gac aat gee aag aac tec ttg tat ctt 240 

Gly Arg Phe Ser He Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu 

65 70 75 80 

caa atg aac age ctg aga gec gag gac atg get gtg tat tac tgt gca 288 

Gin Met Asn Ser Leu Arg Ala Glu Asp Met Ala Val Tyr Tyr Cys Ala 

85 90 95 

aga gaa tat tac tat ggt teg ggg agt tat cgc gtt gac tac tac tac 33 6 

Av*-f n~\ n Tw:v Tvr Twv- Cll w Qo>- Cll \r Q *=» >- r V\ry~ Hrrr 1 ft c*.r^ T^rir Ta/t- Tvr- 

rtJ - 3 w-^«. j -•- - j - •- j - J — — — — ./ — J — 3 xr -J- -j- - J - 

100 105 110 

tac ggt atg gac gtc tgg ggc caa ggg ace acg gtc ace gtc tec tea 384 

Tyr Gly Met Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 

115 ' 120 125 

gee tec ace aag ggc cca teg gtc ttc ccc ctg gca ccc tec tec aag 432 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 

130 135 140 

age ace tct ggg ggc aca gcg gee ctg ggc tgc ctg gtc aag gac tac 480 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 

145 150 155 160 

ttc ccc gaa ccg gtg acg gtg teg tgg aac tea ggc gee ctg acc age 52 8 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 

165 170 175 

99 c 9t9 cac acc ttc ccg get gtc eta cag tec tea gga etc tac tec 576 

Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 

180 185 190 

etc age age gtg gtg acc gtg ccc tec age age ttg ggc acc cag acc 624 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 

195 200 205 

tac ate tgc aac gtg aat cac aag ccc age aac acc aag gtg gac aag 672 

Tyr He Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 

210 215 220 

aaa gca gag ccc aaa tct cat cac cat cac cat cac 708 

Lys Ala Glu Pro Lys Ser His His His His His His 

225 230 235 



<210> 104 

<211> 236 

<212> PRT 

<213> Homo sapiens 
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<223> M2-32H 
<400> 104 

Gin Val Gin Leu Val Gin Ser Gly Gly Gly Leu Val His Pro Gly Gly 
1 5 10 15 

Ser Leu Arg Leu Ser Cys Glu Gly Ser Gly Phe lie Phe Arg Asn His 
20 25 30 

Pro lie His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Ser Val Ser Gly lie Gly Gly Asp Thr Tyr Tyr Ala Asp Ser Val Lys 
50 55 60 

Gly Arg Phe Ser lie Ser Arg Asp Asn Ala Lys Asn Ser Leu Tyr Leu 
65 70 75 80 

Gin Met Asn Ser Leu Arg Ala Glu Asp Met Ala Val Tyr Tyr Cys Ala 
85 90 95 

Arg Glu Tyr Tyr Tyr Gly Sex' Gly Ser Tyr Arg Val Asp Tyr Tyr Tyr 
100 105 110 

Tyr Gly Met Asp Val Trp Gly Gin Gly Thr Thr Val Thr Val Ser Ser 
115 120 125 

Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu Ala Pro Ser Ser Lys 
130 135 140 

Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys Leu Val Lys Asp Tyr 
145 150 155 160 

Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser Gly Ala Leu Thr Ser 
165 170 175 

Gly Val His Thr Phe Pro Ala Val Leu Gin Ser Ser Gly Leu Tyr Ser 
180 185 190 

Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser Leu Gly Thr Gin Thr 
195 200 205 

Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn Thr Lys Val Asp Lys 
210 215 220 

Lys Ala Glu Pro Lys Ser His His His His His His 
225 230 235 



<210> 105 
<211> 675 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-33H 



79 



<400> 105 

cag gtg cag ctg gtg cag tct ggg gga ggc gtg gtc cag cct ggg agg 4 8 
Gin Val Gin Leu Val Gin Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gcg tct gga ttt ace ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggc atg cac tgg gtc cgc cag get cca ggc aag ggg ctg gaa tgg atg 144 
Gly Met His Trp Val Arg Gin Ala Pro Gly Lys Gly Leu Glu Trp Met 
35 40 45 

aca ctt ata acc tat gat gga gat aat aaa tac tat gca gac tec gtg 192 
Thr Leu lie Thr Tyr Asp Gly Asp Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat tec aag aac acg ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac agt ctg aga gee gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gac ggg ate ggg tac ttt gac tat tgg ggc cag gga acc ctg 336 
Ala Arg Asp Gly lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gee tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

fct 9 99C acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 



His 
225 
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<210> 106 
<211> 225 
<212> PRT 

<213 > Homo sapiens 
<223> M2-33H 



<400> 106 
Gin Val Gin Leu 
1 

Ser Leu Arg Leu 
20 

Gly Met His Trp 
35 

Thr Leu He Thr 
50 

Lys Gly Arg Phe 
65 

Leu Gin Met Asn 



Ala Arg Asp Gly 
100 

Val Thr Val Ser 
115 

Ala Pro Ser Ser 
130 

Leu Val Lys Asp 
145 

Gly Ala Leu Thr 



Ser Gly Leu Tyr 
. 180 

Leu Gly Thr Gin 
195 

Thr Lys Val Asp 
210 



Val Gin Ser Gly 
5 

Ser Cys Ala Ala 



Val Arg Gin Ala 
40 

Tyr Asp Gly Asp 
55 

Thr He Ser Arg 
70 

Ser Leu Arg Ala 
85 

He Gly Tyr Phe 



Ser Ala Ser Thr 
120 

Lys Ser Thr Ser 
135 

Tyr Phe Pro Glu 
150 

Ser Gly Val His 
165 

Ser Leu Ser Ser 



Thr Tyr He Cys 
200 

Lys Lys Ala Glu 
215 



Gly Gly Val Val 
10 

Ser Gly Phe Thr 
25 

Pro Gly Lys Gly 



Asn Lys Tyr Tyr 
60 

Asp Asn Ser Lys 
75 

Glu Asp Thr Ala 
90 

Asp Tyr Trp Gly 
105 

Lys Gly Pro Ser 



Gly Gly Thr Ala 
140 

Pro Val Thr Val 
155 

Thr Phe Pro Ala 
170 

Val Val Thr Val 
185 

Asn Val Asn His 



Pro Lys Ser His 
220 



Gin Pro Gly Arg 
15 

Phe Ser Tyr Tyr 
30 

Leu Glu Trp Met 
45 

Ala Asp Ser Val 



Asn Thr Leu Tyr 
80 

Val Tyr Tyr Cys 
95 

Gin Gly Thr Leu 
110 

Val Phe Pro Leu 
125 

Ala Leu Gly Cys 



Ser Trp Asn Ser 
160 

Val Leu Gin Ser 
175 

Pro Ser Ser Ser 
190 

Lys Pro Ser Asn 
205 

His His His His 



His 
225 



<210> 107 

<211> 675 

< 2 1 2 > DNA 

<213> Homo sapiens 
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<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-34H 
<400> 107 

cag gtg cag ctg gtg gag tct ggg gga ggc gtg gtc cag cct ggg agg 4 8 
Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gec tct gga ttc acg ttc agt tac tat 96 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

ggt ata cac tgg gtc cgc cag gtt cca ggc aag gga eta gag tgg gtg 144 
Gly lie His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

gta ctt ata tea tac gat gga age aat aaa tac tac gca gac tec gtg 192 
Val Leu lie Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aa 9 99C cga ttc ace ate tec aga gac aat -tec aag aac act ctg tat 240 
Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga get gag gac acg get gtg tat tac tgt 288 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

gcg aga gac tgg ate ggg tac ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Trp He Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

gtc acc gtc tec tea gec tec acc aag ggc cca teg gtc ttc ccc ctg 384 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

gca ccc tec tec aag age acc tct ggg ggc aca gcg gee ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 480 
Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

ctg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 624 
Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 672 



Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 675 

His 

225 



<210> 108 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M2-34H 

<400> 108 

Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Tyr Tyr 
20 25 30 

Gly lie His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Val Leu lie Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr lie Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Trp lie Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 110 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr lie Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 



His 

-i n c 

^ z> 



<210> 109 
<211> 675 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1) . . (675) 

<220> 

<223> M2-35H 



<400> 109 

cag gtg cag ctg gtg gag tct ggg gga ggc gtg gtc cag cct ggg agg 
Gin Val Gin Leu Val Glu Ser Gly Gly Gly Val Val Gin Pro Gly Arg 
15 10 15 

tec ctg aga etc tec tgt gca gee tct gga ttc acg ate agt tac tat 
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr lie Ser Tyr Tyr 
20 25 30 



gaa ctt ata tea tac gat gga age aat aaa tac tac gca gac tec gtg 
Glu Leu He Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

aag ggc cga ttc ace ate tec aga gac aat tec aag aac act ctg tat 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg aac age ctg aga get gag gac acg get gtg tat tac tgt 
Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 



gtc ace gtc tec tea gec tec acc aag ggc cca teg gtc ttc ccc ctg 
Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 



130 135 140 

ctg gtc aag gac tac ttc ccc gaa ccg gtg acg gtg teg tgg aac tea 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 

145 150 155 160 



48 



96 



ggt ata cac tgg gtc cgc cag gtt cca ggc aag gga eta gag tgg gtg 144 
Gly He His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 



192 



240 



288 



gcg aga gac tgg ate ggg tac ttt gac tac tgg ggc cag gga acc ctg 336 
Ala Arg Asp Trp He Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 HO 



384 



gca ccc tec tec aag age acc tct ggg ggc aca gcg gec ctg ggc tgc 432 
Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 



480 



ggc gee ctg acc age ggc gtg cac acc ttc ccg get gtc eta cag tec 528 
Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

tea gga etc tac tec etc age age gtg gtg acc gtg ccc tec age age 576 
Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 



ctg ggc acc cag acc tac ate tgc aac gtg aat cac aag ccc age aac 
Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 205 

acc aag gtg gac aag aaa gca gag ccc aaa tct cat cac cat cac cat 
Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 
210 215 220 

cac 
His 
225 



624 



672 



675 



<210> 110 
<211> 225 
<212> PRT 

<213> Homo sapiens 
<223> M2-35H 

<400> 110 

Gin Val Gin Leu vai uiu ^er oiy oiy vax ^ ^* - — ^ 

15 10 15 

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr He Ser Tyr Tyr 
20 25 30 

Gly He His Trp Val Arg Gin Val Pro Gly Lys Gly Leu Glu Trp Val 
35 40 45 

Glu Leu He Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ser Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Asn Ser Leu Arg Ala Glu Asp Thr Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Asp Trp He Gly Tyr Phe Asp Tyr Trp Gly Gin Gly Thr Leu 
100 105 HO 

Val Thr Val Ser Ser Ala Ser Thr Lys Gly Pro Ser Val Phe Pro Leu 
115 120 125 

Ala Pro Ser Ser Lys Ser Thr Ser Gly Gly Thr Ala Ala Leu Gly Cys 
130 135 140 

Leu Val Lys Asp Tyr Phe Pro Glu Pro Val Thr Val Ser Trp Asn Ser 
145 150 155 160 

Gly Ala Leu Thr Ser Gly Val His Thr Phe Pro Ala Val Leu Gin Ser 
165 170 175 

Ser Gly Leu Tyr Ser Leu Ser Ser Val Val Thr Val Pro Ser Ser Ser 
180 185 190 

Leu Gly Thr Gin Thr Tyr He Cys Asn Val Asn His Lys Pro Ser Asn 
195 200 ^05 

Thr Lys Val Asp Lys Lys Ala Glu Pro Lys Ser His His His His His 



210 



215 



220 



His 
225 



<210> 111 

<211> 70 

<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence: Figure 2 Kappa Chain 



<400> 111 

tatttccagc ttggtccctc tagagttaac gatatcaacg tttatctaat cagcaagaga 60 

' 70 

tggaggcttg 



<210> 112 
<211> 70 
<212> DNA 

<213> Artificial Sequence 



<220> 



223 > Description of Artificial Sequence: Figure 2 Heavy Chain 



<400> 112 ^ 
tgaggttcct tgaccccact gcagagtact aggcctctga gctactcagt taggtgattg 60 

agtagccagt 



